ABSTRACT Here, we describe the complete genome sequence of siphophage LL5. LL5 is a T1-like phage isolated against enterotoxigenic Escherichia coli, which causes traveler's diarrhea. LL5 is included as a component phage in the commercial prebiotic product PreforPro.
assigned putative functions. Genes identified included a DNA primase/helicase (gp58), ATP-dependent helicase (gp60), and helicase (gp75). Structural proteins identified included the portal protein (gp31), major capsid protein (gp36), minor tail proteins (gp41, gp42, gp47, and gp48), tail tube protein (gp43), tape measure protein (gp46), and tail fiber proteins (gp51 and gp57). The small and large terminase subunits were identified as gp29 and gp30, respectively. Like its T1-like relatives, LL5 encodes a canonical lysis cassette composed of a holin (gp70), endolysin (gp71), and unimolecular spanin (gp72). Phage LL5 is currently a component of the prebiotic product PreforPro.
Data availability. The annotated phage genome is deposited in NCBI GenBank under accession no. MH491968. The associated BioProject, SRA, and BioSample accession numbers are PRJNA222858, SRR9134807, and SAMN11874326, respectively.
